The tobravirus group primers and TRV specific primers both amplified clear products of expected size; approximately 830 bp and 780 bp, respectively (Fig.  3) . Five clones of the TRV-specific and four of the tobravirus group amplicons were sequenced and the sequences deposited in GenBank (accession no. JX144382-JX144390). Clones generated with the tobravirus group primers were 830 bp, 98.9 to 99.5% identical to one another, and corresponded to nt 367-1197 of the TRV ORF 1 on RNA 1. A BLASTn search of the NCBI database produced a hit with 99% nucleotide identity (100% query coverage) with a TRV isolate from Michigan potatoes (accession no. GQ903771.1) for all four tobravirus group clones. Clones generated with the TRV specific primers were 779 bp, 98.8 to A B Fig. 2 . dsRNA analysis of two independent sample purifications from symptomatic peony tissue testing positive for TRV by PCR. Arrows indicate putative TRV genomic dsRNAs. Electrophoresis was performed in 1% agarose gels at 100 volts for 90 min. 1000-10,000 bp DNA markers are indicated.
99.7% identical to one another, and corresponded to nt 481-1260 of the TRV ORF 1. A BLASTn search of the NCBI database also produced a hit with 99% nucleotide identity (100% query coverage) with the same TRV isolate from Michigan for all five TRV specific clones.
These results represent the first confirmed report of TRV in Peony in Ohio, and expand the known geographic distribution of the virus. Strains of TRV are more than 99% identical with respect to their RNA 1 nt sequences (1) and these results show that the TRV isolate from Ohio Peony appears to be the same strain as that found in Michigan potato. These results also represent a reliable detection method that utilizes cDNAs synthesized from dsRNA coupled with PCR assays that target regions on RNA-1 of the TRV genome, and therefore can detect the unencapsidated NM variants as well as encapsidated M variants (1). These results benefit Ohio perennial growers by increasing awareness of the symptoms associated with TRV in Peony and provide a useful visual tool for scouting infected plants. Fig. 3 . PCR detection of TRV from cDNAs synthesized from dsRNA template with tobravirus group (Lane 1) and TRV specific (Lane 2) primers. Water controls with tobravirus group (Lane 3) and TRV specific (Lane 4) primers, and TRV positive control with tobravirus group primers (Lane 5). M = 1 Kb DNA ladder (250, 500, 750, 1000 bp markers indicated). Electrophoresis was performed in 1% agarose at 100 volts for 60 min.
